Crystal structure of 11-(2,3-dimethoxyphenyl)- 14-methyl-12-oxa-8,14-diazatetracyclo[8.3.3.0 1,10 .0 2,7 ]hexadeca-2(7),3,5-triene-9,13-dione The title compound, C 22 H 22 N 2 O 5 , contains two conformationally similar molecules (A and B) in its the asymmetric unit (r.m.s. overlay fit for the 29 non-H atoms = 0.194 Å ). In each molecule, the lactone ring has an envelope conformation with the spiro C atom as the flap. In the crystal, A+A and B+B inversion dimers linked by pairs of N-HÁ Á ÁO hydrgen bonds occur; in both cases, R 2 2 (8) loops are generated. A weak C-HÁ Á ÁO interaction is also observed, which links the dimers into [010] chains. Table 1 Hydrogen-bond geometry (Å , ). ]hexadeca-2(7),3,5-triene-9,13-dione M. P. Savithri, M. Suresh, R. Raghunathan, R. Raja and A. SubbiahPandi
Related literature
For general background and the biological and pharmacological properties of quinoline derivatives, see: Michael (1997) . Table 1 Hydrogen-bond geometry (Å , ). The crystal structure of the title compound is presented here as a part of our on-going structural studies on quinoline derivatives.
D-HÁ
The molecular structure of molecule (A) and molecule (B) is shown in Fig.1 . The furan ring (O12A/C11A-C10A/C1A/C13A) of (A) exhibits an envelope conformation with C10A as the flap atom. The furan ring (O12/C11-C10/C1/C13) of (B) exhibits an envelope conformation with C10 as the flap atom. The quinoline ring (N8A/C1A-C10A)
is almost coplanar showing a dihedral angle of 2.9 (8)° with the pyridine ring (N8A/C7A/C2A-C1A/C9A-C10A) of molecule (A) and is perpendicular with the pyridine ring (N8/C7/C2-C1/C9-C10) of molecule (B) inclined at an angle of 88.3 (8)°. The sum of angles at N8, N8A of the quinoline rings (360°) is in accordance with sp 2 hybridization.
In the crystal of two independent molecules, hydrogen-bonded chains running along bc plane are generated by connecting neighbouring molecules via N-H···O, C-H···O hydrogen bonds forming a two dimensional structure (Fig.2 .)
The hydrogen bonds of N8-H8···O9 and N8A-H8A···O9A forming inversion dimers but enclosing smaller R 2 2 (8) loops and the hydrogen bond of C6A′-H6A′···O13A forms a one dimensional chain along [010] as shown in Fig.3 .
S2. Experimental
A mixture of methyl 2-(hydroxy(m-tolyl)methyl)acrylate (252mgs, 1 mmol), isatin (161.7mgs, 1.1 mmol) and sarcosine (97.9mgs, 1.1 mmol) was placed in a round bottom flask and melted at 180°C until completion of the reaction was evidenced by TLC analysis. After completion of the reaction, the crude product was washed with 5ml of ethylacetate and hexane mixture (1:4 ratio) which successfully provided the pure product as colorless solid. The product was dissolved in ethyl acetate and heated for two minutes. The resulting solution was subjected to crystallization by slow evaporation of the solvent for 48 hours resulting in the formation of colourless blocks.
S3. Refinement
All H atoms were fixed geometrically and allowed to ride on their parent C atoms, with C-H distances fixed in the range 0.93-0.98 Å with U iso (H) = 1.5U eq (C) for methyl H 1.2U eq (C) for other H atoms.
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Figure 1
The molecular structure of the title compound with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. H atoms are omitted for clarity. Extinction coefficient: 0.0073 (9) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma( F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) 0.0022 (7) O12 0.0506 (9) 0.0326 (7) 0.0507 (9) −0.0067 (6) 0.0046 (7) 0.0040 (6) 
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